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6754646.m   ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MARRSSRVSWLAFEGWE~SRDLPR~~~VSPRLFGAWHPAP~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~AAARMPTR~WAPGTQCMTKCENSRPKPGELAFRK~~~~~~~~~~~~~~~~~~~~ 
11177904.m  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MPTQRWAPGTQCMTKCENSRPKPGELAFRK~~~~~~~~~~~~~~~~~~~~ 
CTK.h       ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MAGRGSLVSWRAFHGCDSAEELPR~~~VSPRFLRAWHPPP~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~VSARMPTRRWAPGTQCITKCEHTRPKPGELAFRK~~~~~~~~~~~~~~~~~~~~ 
1k9a_CSK    ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MSAIQASWPSGTECIAKYNFHGTAEQDLPFCK~~~~~~~~~~~~~~~~~~~~ 
34863591.m  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MSAIQASWPSGTECIAKYNFHGTAEQDLPFCK~~~~~~~~~~~~~~~~~~~~ 
31560712.m  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MSAIQAAWPSGTECIAKYNFHGTAEQDLPFCK~~~~~~~~~~~~~~~~~~~~ 
CSK.h       ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MSAIQAAWPSGTECIAKYNFHGTAEQDLPFCK~~~~~~~~~~~~~~~~~~~~ 
24646022.f  ~~~~~~~~~~~~MNSHATAT~~~~~QNGQTTVVGHHRGFSQPSVTVAAAAATGSTAGD~PWFLQTTGHQMPP~~TAPLRHNKRPAPQPNAVLGAGSSGTAPGSAVGAVLLHQQQLSQSQPHIVPPSIPPHHHHHRENNVHPIQAGAAAALHLSSHALNSHNLISSASNHSPKSPSQTQQQQQTTNQQQQQQQQQASHSIL 
24646020.f  ~~~~~~~~~~~~MNSHATAT~~~~~QNGQTTVVGHHRGFSQPSVTVAAAAATGSTAGD~PWFLQTTGHQMPP~~TAPLRHNKRPAPQPNAVLGAGSSGTAPGSAVGAVLLHQQQLSQSQPHIVPPSIPPHHHHHRENNVHPIQAGAAAALHLSSHALNSHNLISSASNHSPKSPSQTQQQQQTTNQQQQQQQQQASHSIL 
24646024.f  ~~~~~~~~~~~~MNSHATAT~~~~~QNGQTTVVGHHRGFSQPSVTVAAAAATGSTAGD~PWFLQTTGHQMPP~~TAPLRHNKRPAPQPNAVLGAGSSGTAPGSAVGAVLLHQQQLSQSQPHIVPPSIPPHHHHHRENNVHPIQAGAAAALHLSSHALNSHNLISSASNHSPKSPSQTQQQQQTTNQQQQQQQQQASHSIL 
24646026.f  ~~~~~~~~~~~~MNSHATAT~~~~~QNGQTTVVGHHRGFSQPSVTVAAAAATGSTAGD~PWFLQTTGHQMPP~~TAPLRHNKRPAPQPNAVLGAGSSGTAPGSAVGAVLLHQQQLSQSQPHIVPPSIPPHHHHHRENNVHPIQAGAAAALHLSSHALNSHNLISSASNHSPKSPSQTQQQQQTTNQQQQQQQQQASHSIL 
28573084.f  ~~~~~~~~~~~~MNSHATAT~~~~~QNGQTTVVGHHRGFSQPSVTVAAAAATGSTAGD~PWFLQTTGHQMPP~~TAPLRHNKRPAPQPNAVLGAGSSGTAPGSAVGAVLLHQQQLSQSQPHIVPPSIPPHHHHHRENNVHPIQAGAAAALHLSSHALNSHNLISSASNHSPKSPSQTQQQQQTTNQQQQQQQQQASHSIL 
31230842.i  RNSTGSSVALNGMNSHTAAINLQHPGTGQTAVVGHHRGFSSTVVAAANSAAASASATDCPWFLP~~~HQMPPPPTAPARQHKRPAPQPGGASVVGGGGGGGGGGPGS~~~~~~~~~~~~~HMQPPHLSSIHHP~~~~~VQQLVAPQSAQQQPHQPPIPPH~~~PAVQHHIPKSPNQHHPPQPASAVLQHN~~PQAASAVG 
1qpc_A      ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
31199701.i  ~~~~~~~~~~~~~~~TMSSARPAINPPSVVVHFHRWQSLSLCVLTLLSICGGLAGAEKRAYFGCYERDRFARLALTTEHLDECVDSCANSFHRYAELSGSRCSCTNTIQTRIVEDRECDLKCGKQPDANCGGVNAQAVYETGIDVAGPVRNLRIEGEQKEDTIAIRWDLPADDGVMVEEFEIVAEATRTYASFRIYPVRW 
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6754646.m   ~~~GDMVTILEACEDKS~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~WYRAKHHGSGQEGLLAAAALRQREALSTDPKLSLMPWFHG~~~~~~~~~~~~KISGQEAIQQ 
11177904.m  ~~~GDMVTILEACEDKS~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~WYRAKHHSSGQEGLLAAAALRQREALSTDPKLSLMPWFHG~~~~~~~~~~~~KISGQEAIQQ 
CTK.h       ~~~GDVVTILEACENKS~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~WYRVKHHTSGQEGLLAAGALREREALSADPKLSLMPWFHG~~~~~~~~~~~~KISGQEAVQQ 
1k9a_CSK    ~~~GDVLTIVAVTKDPN~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~WYKAKNK~VGREGIIPANYVQKREGVKAGTKLSLMPWFHG~~~~~~~~~~~~KITREQAERL 
34863591.m  ~~~GDVLTIVAVTKDPN~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~WYKAKNK~VGREGIIPANYVQKREGVKAGTKLSLMPWFHG~~~~~~~~~~~~KITREQAERL 
31560712.m  ~~~GDVLTIVAVTKDPN~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~WYKAKNK~VGREGIIPANYVQKREGVKAGTKLSLMPWFHG~~~~~~~~~~~~KITREQAERL 
CSK.h       ~~~GDVLTIVAVTKDPN~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~WYKAKNK~VGREGIIPANYVQKREGVKAGTKLSLMPWFHG~~~~~~~~~~~~KITREQAERL 
24646022.f  STFAPAPTVAAVQPAGSQSVAGTAAAVAAVAQQQQQQHLQLLANCPPGGAGLMSSSLNAAQMGMHGAERALPPKSLALSGSQHGSNMLLHTAPQPPQASQPAAVVGVSGSGSAGMSTSLHSFDINGVTAGSGVNASSAWSSGSTTAMNHASLSPTALAPQQGRSRCEVKLNAMPWFHG~~~~~~~~~~~~SITRDEAEHL 
24646020.f  STFAPAPTVAAVQPAGSQSVAGTAAAVAAVAQQQQQQHLQLLANCPPGGAGLMSSSLNAAQMGMHGAERALPPKSLALSGSQHGSNMLLHTAPQPPQASQPAAVVGVSGSGSAGMSTSLHSFDINGVTAGSGVNASSAWSSGSTTAMNHASLSPTALAPQQGRSRCEVKLNAMPWFHG~~~~~~~~~~~~SITRDEAEHL 
24646024.f  STFAPAPTVAAVQPAGSQSVAGTAAAVAAVAQQQQQQHLQLLANCPPGGAGLMSSSLNAAQMGMHGAERALPPKSLALSGSQHGSNMLLHTAPQPPQASQPAAVVGVSGSGSAGMSTSLHSFDINGVTAGSGVNASSAWSSGSTTAMNHASLSPTALAPQQGRSRCEVKLNAMPWFHG~~~~~~~~~~~~SITRDEAEHL 
24646026.f  STFAPAPTVAAVQPAGSQSVAGTAAAVAAVAQQQQQQHLQLLANCPPGGAGLMSSSLNAAQMGMHGAERALPPKSLALSGSQHGSNMLLHTAPQPPQASQPAAVVGVSGSGSAGMSTSLHSFDINGVTAGSGVNASSAWSSGSTTAMNHASLSPTALAPQQGRSRCEVKLNAMPWFHG~~~~~~~~~~~~SITRDEAEHL 
28573084.f  STFAPAPTVAAVQPAGSQSVAGTAAAVAAVAQQQQQQHLQLLANCPPGGAGLMSSSLNAAQMGMHGAERALPPKSLALSGSQHGSNMLLHTAPQPPQASQPAAVVGVSGSGSAGMSTSLHSFDINGVTAGSGVNASSAWSSGSTTAMNHASLSPTALAPQQGRSRCEVKLNAMPWFHG~~~~~~~~~~~~SITRDEAEHL 
31230842.i  ~~~GGVLTNNSHHTTGPPSTGAGGPPVAPVTG~~~~~~~~~~~~~~SAAANMMSTSMNSAQLQGH~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ILQPVGGLTVPPAGHDGS~~~~~~~~~NGVGG~~~~~PAPGWN~~~CVPVGLSSPTTSAAAAAQRRAEVNAKLNAMPWFHG~~~~~~~~~~~~RIKREEAESL 
1qpc_A      ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
31199701.i  SVHNTSTGFELSNLQPGTDYNITVVSVSARGAG~~~~~~~~~~~~~~~~~~~~~~~~GRASIAGSTEIGHPDPEPEEPIILRRFESTILIQIPRAVNDNGPVNYYRVVVHYVNSELIQQIDESQLGTFQQSKENKVPYYIAAELEMKDDESLQFTVGDGREYRSYFNPPITARTHVHISIGVVSILNHVVKVRYATTTHE 
 
 
 
                    410       420       430       440       450       460       470       480       490       500       510       520       530       540       550       560       570       580       590       60                   
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6754646.m   LQPPEDGLFLVRESARHPGDYVLCVSFGRDVIHYRVLHRDGHLTIDEAVCFCNLMDMVEHYTKDKGAICTKLVKPRR~~~~~~~~~KQGAKSAEEELAK~~~~~AGWLLDLQHLTLGAQIGEGEFGAVLQGEYLGQ~~~~~~~~~KVAVKNIKCDV~TAQAFLDETAVMTKLQ~HRNLVRLLGVILHH~~GLYIVMEHVS 
11177904.m  LQPPEDGLFLVRESARHPGDYVLCVSFGRDVIHYRVLHRDGHLTIDEAVCFCNLMDMVEHYTRDKGAICTKLVKPKR~~~~~~~~~KQGAKSAEEELAK~~~~~AGWLLDLQHLTLGAQIGEGEFGAVLQGEYLGQ~~~~~~~~~KVAVKNIKCDV~TAQAFLDETAVMTKLQ~HRNLVRLLGVILHH~~GLYIVMEHVS 
CTK.h       LQPPEDGLFLVRESARHPGDYVLCVSFGRDVIHYRVLHRDGHLTIDEAVFFCNLMDMVEHYSKDKGAICTKLVRPKR~~~~~~~~~KHGTKSAEEELAR~~~~~AGWLLNLQHLTLGAQIGEGEFGAVLQGEYLGQ~~~~~~~~~KVAVKNIKCDV~TAQAFLDETAVMTKMQ~HENLVRLLGVILHQ~~GLYIVMEHVS 
1k9a_CSK    LYPPETGLFLVRESTNYPGDYTLCVSCEGKVEHYRIMYHASKLSIDEEVYFENLMQLVEHYTTDADGLCTRLIKPKV~~~~~~~~~MEGTVAAQDEFYR~~~~~SGWALNMKELKLLQTIGKGEFGDVMLGDYRGN~~~~~~~~~KVAVKCIKNDA~TAQAFLAEASVMTQLR~HSNLVQLLGVIVEEKGGLYIVTEYMA 
34863591.m  LYPPETGLFLVRESTNYPGDYTLCVSCEGKVEHYRIMYHASKLSIDEEVYFENLMQLVEHYTTDADGLCTRLIKPKV~~~~~~~~~MEGTVAAQDEFYR~~~~~SGWALNMKELKLLQTIGKGEFGDVMLGDYRGN~~~~~~~~~KVAVKCIKNDA~TAQAFLAEASVMTQLR~HSNLVQLLGVIVEEKGGLYIVTEYMA 
31560712.m  LYPPETGLFLVRESTNYPGDYTLCVSCEGKVEHYRIMYHASKLSIDEEVYFENLMQLVEHYTTDADGLCTRLIKPKV~~~~~~~~~MEGTVAAQDEFYR~~~~~SGWALNMKELKLLQTIGKGEFGDVMLGDYRGN~~~~~~~~~KVAVKCIKNDA~TAQAFLAEASVMTQLR~HSNLVQLLGVIVEEKGGLYIVTEYMA 
CSK.h       LYPPETGLFLVRESTNYPGDYTLCVSCDGKVEHYRIMYHASKLSIDEEVYFENLMQLVEHYTSDADGLCTRLIKPKV~~~~~~~~~MEGTVAAQDEFYR~~~~~SGWALNMKELKLLQTIGKGEFGDVMLGDYRGN~~~~~~~~~KVAVKCIKNDA~TAQAFLAEASVMTQLR~HSNLVQLLGVIVEEKGGLYIVTEYMA 
24646022.f  LQPREDGLFLVRESTNFPGDYTLCVCFQSKVEHYRVKYLENKLTIDDEEYFENLGQLVAHYEADADGLCTQLIKCLPK~~~~~~LGKQEFCINSKDFVD~~~~~KGWVIPEAELQLRESIGKGEFGDVMLGILRNE~~~~~~~~~KVAVKMLKDEG~AVQKFLAEASVMTTLE~HDNLVKFIGLVFTS~KHLYLVTEYMS 
24646020.f  LQPREDGLFLVRESTNFPGDYTLCVCFQSKVEHYRVKYLENKLTIDDEEYFENLGQLVAHYEADADGLCTQLIKCLPK~~~~~~LGKQEFCINSKDFVD~~~~~KGWVIPEAELQLRESIGKGEFGDVMLGILRNE~~~~~~~~~KVAVKMLKDEG~AVQKFLAEASVMTTLE~HDNLVKFIGLVFTS~KHLYLVTEYMS 
24646024.f  LQPREDGLFLVRESTNFPGDYTLCVCFQSKVEHYRVKYLENKLTIDDEEYFENLGQLVAHYEADADGLCTQLIKCLPK~~~~~~LGKQEFCINSKDFVD~~~~~KGWVIPEAELQLRESIGKGEFGDVMLGILRNE~~~~~~~~~KVAVKMLKDEG~AVQKFLAEASVMTTLE~HDNLVKFIGLVFTS~KHLYLVTEYMS 
24646026.f  LQPREDGLFLVRESTNFPGDYTLCVCFQSKVEHYRVKYLENKLTIDDEEYFENLGQLVAHYEADADGLCTQLIKCLPK~~~~~~LGKQEFCINSKDFVD~~~~~KGWVIPEAELQLRESIGKGEFGDVMLGILRNE~~~~~~~~~KVAVKMLKDEG~AVQKFLAEASVMTTLE~HDNLVKFIGLVFTS~KHLYLVTEYMS 
28573084.f  LQPREDGLFLVRESTNFPGDYTLCVCFQSKVEHYRVKYLENKLTIDDEEYFENLGQLVAHYEADADGLCTQLIKCLPK~~~~~~LGKQEFCINSKDFVD~~~~~KGWVIPEAELQLRESIGKGEFGDVMLGILRNE~~~~~~~~~KVAVKMLKDEG~AVQKFLAEASVMTTLE~HDNLVKFIGLVFTS~KHLYLVTEYMS 
31230842.i  LKPREDGLFLVRESTNFPGDYTLCVCFNEKVEHYRIKYVDNKLTIDDDEYFDHLGQLVEHYTLDSDGLCTKLMKALP~~~~~~~~~KEEFCV~~KDFQD~~~~~NGWEIKMEDLQLKENIGKGEFGDVMLGIMKGE~~~~~~~~~KVAVKVLKDAGRASNKFLAEAGVMTTLE~HENLVKFIGLVFHD~KYIYLVTEYMS 
1qpc_A      ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~KPWWE~~~~~DEWEVPRETLKLVERLGAGQFGEVWMGYYNGHT~~~~~~~~KVAVKSLKQGSMSPDAFLAEANLMKQLQ~HQRLVRLYAVVTQE~~PIYIITEYME 
31199701.i  QHQYPDHHHVNLKTVEIERNETLIAILTTACILFGVVLTGAIILYVYLHFKTPAANTRPFGDHHELTLQGPILEVENNGYMPDIYEQRGFEAELRDIIEGLEPAKNHARKYLSLDINRVLGSGKYGDVLLGALQLSQEQDGDMPAQVHVITDDMESVDQIAFLNEFRRLTALEGHANVILFYGVCVTP~DWCYLLFEQMQ 
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6754646.m   KGNLVNFLRTRGRA~~~~~~~~LVSTSQLLQFALHVAEGMEYLESKKLVHRDLAARNILVSEDLVAKVSDFGLAKAE~~~~RKGLDSSRLPVKWTAPEALKNGRFSSKSDVWSFGVLLWEVFSYGRAPYPKMSLKEVSEAVEKGYRMEPPDGCPGSVHTLMGSCWEAEPARRPPFRKIVEKLGRELRSVGVSAPAGGQEA 
11177904.m  KGNLVNFLRTRGRA~~~~~~~~LVSTSQLLQFALHVAEGMEYLESKKLVHRDLAARNILVSEDLVAKVSDFGLAKAEL~~~RKGLDSSRLPVKWTAPEALKNGRFSSKSDVWSFGVLLWEVFSYGRAPYPKMSLKEVSEAVEKGYRMEPPDSCPGPVHTLMGSCWEAEPSRRPPFRKIVEKLGRELRSVGVAAPAGGQEA 
CTK.h       KGNLVNFLRTRGRA~~~~~~~~LVNTAQLLQFSLHVAEGMEYLESKKLVHRDLAARNILVSEDLVAKVSDFGLAKAE~~~~RKGLDSSRLPVKWTAPEALKHGKFTSKSDVWSFGVLLWEVFSYGRAPYPKMSLKEVSEAVEKGYRMEPPEGCPGPVHVLMSSCWEAEPARRPPFRKLAEKLARELRSAGAPASVSGQDA 
1k9a_CSK    KGSLVDYLRSRGRS~~~~~~~~VLGGDCLLKFSLDVCEAMEYLEGNNFVHRDLAARNVLVSEDNVAKVSDFGLTKEA~~~~SSTQDTGKLPVKWTAPEALREKKFSTKSDVWSFGILLWEIYSFGRVPYPRIPLKDVVPRVEKGYKMDAPDGCPPAVYDVMKNCWHLDAATRPTFLQLREQL~EHIRTHELHL~~~~~~~ 
34863591.m  KGSLVDYLRSRGRS~~~~~~~~VLGGDCLLKFSLDVCEAMEYLEGNNFVHRDLAARNVLVSEDNVAKVSDFGLTKEA~~~~SSTQDTGKLPVKWTAPEALREKKFSTKSDVWSFGILLWEIYSFGRVPYPRIPLKDVVPRVEKGYKMDAPDGCPPAVYDVMKNCWHLDAATRPTFLQLREQL~EHIRTHELHL~~~~~~~ 
31560712.m  KGSLVDYLRSRGRS~~~~~~~~VLGGDCLLKFSLDVCEAMEYLEGNNFVHRDLAARNVLVSEDNVAKVSDFGLTKEA~~~~SSTQDTGKLPVKWTAPEALREKKFSTKSDVWSFGILLWEIYSFGRVPYPRIPLKDVVPRVEKGYKMDAPDGCPPAVYEVMKNCWHLDAATRPTFLQLREQL~EHIKTHELHL~~~~~~~ 
CSK.h       KGSLVDYLRSRGRS~~~~~~~~VLGGDCLLKFSLDVCEAMEYLEGNNFVHRDLAARNVLVSEDNVAKVSDFGLTKEA~~~~SSTQDTGKLPVKWTAPEALREKKFSTKSDVWSFGILLWEIYSFGRVPYPRIPLKDVVPRVEKGYKMDAPDGCPPAVYEVMKNCWHLDAAMRPSFLQLREQL~EHIKTHELHL~~~~~~~ 
24646022.f  KGSLVDYLRSRGRQ~~~~~~~~HITKKDQIIFAYDTASGMEYLEAKKVVHRDLAARNVLISEDCVAKVSDFGLAREE~~~~CYNLDVGKLPIKWTAPEALKNGRFSNKSDMWSFGILLWEIYSFGRVPYPRIPLADVVKHVEVGYKMEAPEGCPPEIYEMMRQAWDLNPAKRPTFAELKVKLQLLNNATA~~~~~~~~~~ 
24646020.f  KGSLVDYLRSRGRQ~~~~~~~~HITKKDQIIFAYDTASGMEYLEAKKVVHRDLAARNVLISEDCVAKVSDFGLAREE~~~~CYNLDVGKLPIKWTAPEALKNGRFSNKSDMWSFGILLWEIYSFGRVPYPRIPLADVVKHVEVGYKMEAPEGCPPEIYEMMRQAWDLNPAKRPTFAELKVKLQLLNNATA~~~~~~~~~~ 
24646024.f  KGSLVDYLRSRGRQ~~~~~~~~HITKKDQIIFAYDTASGMEYLEAKKVVHRDLAARNVLISEDCVAKVSDFGLAREE~~~~CYNLDVGKLPIKWTAPEALKNGRFSNKSDMWSFGILLWEIYSFGRVPYPRIPLADVVKHVEVGYKMEAPEGCPPEIYEMMRQAWDLNPAKRPTFAELKVKLQLLNNATA~~~~~~~~~~ 
24646026.f  KGSLVDYLRSRGRQ~~~~~~~~HITKKDQIIFAYDTASGMEYLEAKKVVHRDLAARNVLISEDCVAKVSDFGLAREE~~~~CYNLDVGKLPIKWTAPEALKNGRFSNKSDMWSFGILLWEIYSFGRVPYPRIPLADVVKHVEVGYKMEAPEGCPPEIYEMMRQAWDLNPAKRPTFAELKVKLQLLNNATA~~~~~~~~~~ 
28573084.f  KGSLVDYLRSRGRQ~~~~~~~~HITKKDQIIFAYDTASGMEYLEAKKVVHRDLAARNVLISEDCVAKVSDFGLAREE~~~~CYNLDVGKLPIKWTAPEALKNGRFSNKSDMWSFGILLWEIYSFGRVPYPRIPLADVVKHVEVGYKMEAPEGCPPEIYEMMRQAWDLNPAKRPTFAELKVKLQLLNNATA~~~~~~~~~~ 
31230842.i  KGSLVDYLRSRGRQ~~~~~~~~HISRKDQINFAYDTCCGMEYLETKKVIHRDLAARNVLISEDCVAKVSDFGLARDE~~~~RYTGDSSKLPIKWTAPEALKEG~~~~~~~~~~~~~~~~~~~~~~~~~~~~~PLADVVKHVGSGYKMEAPEGCPPEIYEMMRQAWDLVPEKRPTFAELKRRLYNCKRETANTYVT~~~~~ 
1qpc_A      NGSLVDFLKTPSGI~~~~~~~~KLTINKLLDMAAQIAEGMAFIEERNYIHRDLRAANILVSDTLSCKIADFGLARLIEDNEXTAREGAKFPIKWTAPEAINYGTFTIKSDVWSFGILLTEIVTHGRIPYPGMTNPEVIQNLERGYRMVRPDNCPEELYQLMRLCWKERPEDRPTFDYLRSVLEDFFTATEGQYQPQP~~~ 
31199701.i  TTLKQTLLNARVPASANSVKFSTISEEIVVNILCLVCDGMQFLADNNVVSKKLCARTVYVNTKFEVKVSAFGPPLNA~~~~~EDTGSPIAISRWHAPEVIKFQNHSTKSDVWSFGLLIWECCCLGATPYGTTTTDNLFAAIRAGQKPERPSFMYEDLYQLCLNCWDLDASDRPSFDDLRRYLRQTLPMLRYLLSFERKQN 
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